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García Borrón et al (2010)  Pigment Cell and Melanoma Res. 27:699–720-tik abiatuta egindako irudia 

MC1R mintz-hartzaile proteina 
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Melanoma Cases Controls 

N_inds % N_inds % 

 Light hair 1265 72.8 2177 53 

 Dark hair 473 27.2 1931 47 

1738 100.00 4108 100.00 

Fisher exact test p-value < 2.2e-16 

Duffy et al (2010) Journal of Investigative Dermatology 130:520–528-ren datuak 
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Duffy et al (2010) Journal of Investigative Dermatology 130:520–528-ren datuak 

ODD RATIOS1 

aa variant rs ID pale vs dark skin  (p-val) blue eyes (p-val) 
2light vs dark hair (p-

val) 

V60L rs1805005 1.01 (0.85) 1 (0.8) 1.13 (0.008) 

D84E rs1805006 5.19 (<1.0e-5) 1.23 (0.61) 1.74 (0.041) 

V92M rs2228479 1.38 (0.024) 1.06 (0.61) 1.17 (0.016) 

R142H rs11547464 1.31 (0.54) 1.03 (0.71) 1.28 (0.74) 

R151C rs1805007 2.57 (<1.0e-5) 1.09 (0.94) 2.13 (<1.0e-5) 

R160W rs1805008 1.72 (<1.0e-5) 1.12 (0.17) 1.82 (<1.0e-5) 

R163Q rs885479 1.1 (0.53) 1.21 (0.15) 1.12 (-0.014) 

D294H rs1805009 2.88 (<1.0e-5) 1.16 (0.74) 1.68 (<1.0e-5) 
3‘‘R’’ 3.7 (<1.0e-5) 1.09 (0.43) 2.3 (<1.0e-5) 
4‘‘r’’ 1.84 1.1 1.26 

1 Odds ratio = bi proportzioen proportzio erlatiboa erakusten du: fototipo eta alelo mutatua duten indibiduoena, fototipo jakin 

(i.e. pale skin) eta alelo mutatu gabekoa (kasu honetan) duten indibiduo kontrolen proportzio ekibalentearekikoa (i.e. dark 

skin). Gutxi gora behera: zenbat aldiz probableagoa da larruazal argia edukitzea (adibidez) larruazal ilunarekiko baldin eta 

mutazio berdina badaukazu. 

2 Light hair=blond, light brown, red. 
3 R = High-penetrance red hair color MC1R haplotype: variant at D84E, R142H, R151C, R160W, or D294H. 
4 r = Low-penetrance red hair color MC1R haplotype: variant at V60L, V92M, or R163Q. 
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aa variant rs ID 
ODD RATIOS for 

CMM1 (p-val) 
V60L rs1805005 1.01 (0.80) 

D84E rs1805006 1.61 (0.013) 

V92M rs2228479 1.07 (0.53) 

R142H rs11547464 2.25 (0.055) 

R151C rs1805007 1.58 (7.0e-4) 

R160W rs1805008 1.68 (<1.0e-4) 

R163Q rs885479 1.15 (0.54) 

D294H rs1805009 1.42 (0.019) 
2‘‘R’’ 1.65 (<1.0e-5) 
3‘‘r’’ 1.10 

1 CMM = Cutaneous Malignant Melanoma 

2 R = High-penetrance red hair color MC1R haplotype: variant at D84E, R142H, R151C, R160W, or D294H. 
3 r = Low-penetrance red hair color MC1R haplotype: variant at V60L, V92M, or R163Q. 
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