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Tipo Tamafio  Digestion con Genotipos (n° aislamientos) Secuenciacion
Integron (pb) Hinf |
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Isolate

(integron structure)

- 42 2
124 1 21

Aminoglycoside disk zone sizes (mm)

GEN TOB AMK KAN APR NET 6NET 2NET EPI ISP FOR NEO

Inferred aminoglycoside

-modifying enzymes

SM36 (a)
SM80 (b)
SM49 (c)
SM52 (d)
ATCC 196061

APH(3)-VI¥, ANT(2Y), AACI3}?
APH(3)-VEE, AACCI
APH(3)-VE%, AAC(6)L, AACG)I

none

none
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Dice (Opt0.20%) (Td 1.2%-1.29%) (H>0.0% S>0.0%) [0.0%-100.0%]
PFGE PFGE
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